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Supplementary Fig. 1. 11 NSCLC drug-usable targets genomic profile from 114 tissues. Total number of mutations was detected in each tissue and were graphed on top of the Oncoprint. The right-side bar shows the number of tissues. Gene mutation detection rate is on the left.
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Supplementary Fig. 2. Co-mutant genetic characteristics. (A) Co-mutation gene frequency in 36 patients. (B) Proportion of co-mutation frequencies of different subtypes of EGFR.
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